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TELECOMMUNICATION INFORM^^^^^ 
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(B) TELEFAX: 2UX y 
INFORMATION FOR SEQ ID N0:1: 
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^SSr^LlNEAR 



MOLECULE TYPE: cDNA 
SEQUENCE DESCRIPTION: 



SEQ ID NQ:1 



cL^nC ATTAAAGAGG AGAAATTAAC ' 

INFORMATION FOR SEQ ID N0:2: 



;CG CTCGTCTTTC 



(2) 
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(i) 



(ii) 
(xi) 



(D) TOPOLOGY: LII 
MOLECULE TYPE: CD^ 

SEQUENCE DESCRIPTIOV SEQIDN0:2: 



CGGAAGATCr AGGTTCCCCA TrTTcXcCCC T 
INFORMATION FOR SEQ li N0:3 



(2) 
(i) 




(ii) 
(xi) 



? SdEDNESS: single 
iSl ?S0L0GY: LINEAR 

MOLECULE TYPE: genonvib DNA 
SEQUENCE DESCRIPTION: \sEQlDN0:3: 



^ rjTT CTC AAC ATA ACG GGC 

- - SIJ^ ^fe =4- 

Glu Thr Leu He Lys ^>i-u 40 

»5£ = S = = lSStesK = ?SSS 

50 \ 

«ra ACG AGC TAC ACG CAC 

S S S - - - 1 ^" ^ 

65 



31 



85 



90 ' 



Arg 



rnn r-rr AAG GAA GAG CTC TTC 

S Si ^1 ^i^" °" ^fs 



err TCr CCA AAG GGA 
val Ser Pro Lys Gly 
110 



48 



96 



144 



192 



240 



288 



336 
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™u '.S Tyr «P «o tie 

Lys Asp Asn GlY lY 

130 . 

\ ^ nnr. aTT AAA CCG CTC TAT 

r^r ^ar TCG teCG ATA ^Tl ^ pro Leu Tyr 

„C TCA GCT CAT CTC AAC TCG ^ ^ys Pro He Lys Pro 

IJe Ser Ala His Leu Asn Ser 
145 \ 

\ rrr -rrV AGG TAG ATC AGC 

rrr CAA A(3G GAA AAG CGC ^ fT' He Ser 

IS ^e/nefvs=S. W =lu^.vs «^ 

X65 \ 

^i^ar AAG GCG ATA AAG CTC GTT TTT 
GGT CTC AGG GAG CIT^GG AAG g ^eu Val Phe 

TAT CTC err GGT Uiv, ^^^^ Vj-g Lyg Axa 

Tvr Leu Leu Gly Leu Arg ^ 1 35 

^ 180 \ 

rar ATC GAA GCC GTA CCC 
oo,. nrr CTA AAG GCA GtC AAA GAC A"!^ ^ 
^ GGT AAG GTA ACG CTA AAG . ne Glu 

Glu Gly Lys val ^nx ^oo \ 

195 \ 

\ ^ rsrr ATC GGA AGG CTT 

- S ^ 51? ?S iS S 0. 

Val Trp vai Axa ^15 \ 

210 \ 

^ TW? ATA GAG GAC AAG GAC 

225 \ 

r^X^ TTC ATT GGC TAT AGG GAC 

260 \ 



384 



432 



480 



528 



576 



^ CTC AAC TCG GAA CTT CCC TCA 

Glu Leu Asn Ser Glu Leu 
275 

n^r^ rX CCA GAT AAG AGC TTG 

- ?5S S i 12 - Alo? - - - 

290 



CTG AAG CAC AGT GGA 
Leu Lys His ser Gly 
285 



624 



672 



720 



768 



816 



864 



912 
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AGG ATA TGg\ AGA GAG 
Arg lie Trp\Arg Glu 
305 



r.^ GGG AAC GO. ASA CTI AAT AT- -TW ^CC 
S «n Ala t-eu Asn .j^- 



TAG AAT ATG 
Tyr Asn Met 



rrC^GAG AAC AGC GAT GCA 
00c OAA CTC .CC CTT TTA 0C= » ^„ 3« -P 
QlY Glu Leu Ai.i 
325 



960 



1008 



V „c ccr OAO AGO AS. cro OA^ TS= S St 

- ?S St Vo St St «| - - - 3S0 

Arg I 240 \ 

Tie Tyr Asn Asp irp\ 
355 \ 

ihPOBMATIOkW SEQ ID N0,4. 

SEQOEHCE DESCRiprIO«. ^ ;aa Glu lie 

„^ Jtte filv Asn. Leu ti-i-n 
l.au Arg Ala Leu Val Phe mVs Gly 

A val lie Glu Lys Ala Tyr He Pro 
P.e Lys ser Glu He P- Ly^al 

Xle LysVlu Gin He P- Phe Gly Leu Asn 
val lie Glu Thr Leu lie Lys NG 

\ 7\»T, Tie He Asp 

r , Lvs pVe Leu pro Lys Asn He 
lie Thr Gly Tyr l^r Leu Lys P^e 

. Ala se\ ASP Leu He Glu He He Gly 
.eu val Lys Gly Gly He Ala selr 

„. Ala He Leu\pro Leu Leu Pro Leu Ser Arg 
Thr ser Tyr Tyr Hjs Ala He L >^ 

.„.„„.„.„..». As 

\ ^an Glv Tyr Glu Tyr 
. Tie Leu Lys W As^ 135 

Asn pro He He Phe Ala He L 

^ \ n-i, Hia Leu Asn 

.a Ala A.. G. Gl. Ala Ala 



1047 



1086 
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* • 

„. „ A u. ». ... - K - "• 

^ r^o <;er Tyr Leu Leu GLy 
n Arg Glu l4 Arg Phe Arg Tyr lie Ser Tyr 



Ser Ala 
Ala Gl 

y.^. Tie Lvs Leu val Phe Glu Gly Lys 
Leu Arg Glu Leu Ar| Lys Ala He Lys Le^ ,95 

\ nu Ala Val Pro Val Trp 

val Thr Leu Lys AlaV.l Lys MP He OJ- 



Val Ala 



val «n Thr A. val «e. Leu .ly Ue Oly - 

215 \ 

..o Lys l\ val Ser Xle =lu «p Lys 



215 

Leu Met AS? Fro Lys 

\ Ti- riM Phe He Gly Tyr Arg 

nJlThr Asp He Glu eas j.-^^ 1 __ 
Asn He Leu Leu Tyr Gly\ Thr asp ^50 

Wt ser val Glu Gly Leu Leu Glu Val 
ASP He Ala Gly Tyr Arg Wet Ser 270 

. Asn ser L Leu Cys Leu Pro Ser Glu Leu Lys 
He Asp Glu Leu Asn Ser i^u ^go 

Thr ser Ser Trp Ala Pro 



275 

His ser Gly Arg Glu Leu 



Leu Arg 



295 



. Ti. Trti Arg Glu Asp Glu Gly Asn Ala Arg 
ASP Lys ser Leu Arg He Tr^ Arg 



300 

Arg 
315 



Leu Asn 



„e. Leu se. Ty. «n\«et Oly olu Leu Ma P.e Leu 

320 \ 

c ^.n Ala Arg blY ^rp Glu Pro Leu Pro Gin Arg 
Ala Glu Asn Ser Asp Ala Arg v y f j4d 

Ala iVe Tyr Asn Asp Trp Arg Gly Glu 



320 

Asp 
335 

Arg Leu Asp Ala Phe Arg 
Asn Gly Glu Pro 



355 
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